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PMT and Optics Flashes per read 6
Shake
More Settings Read From Bottom D et
Read Height 1 mm from the plate

2) Wavelengths

Mumber of Weawel=ngths | vI

Lmi (405 . nm
AL I LA, SR 2 6 R, HAMBEADy 4 Fhigkmrik.

a) AT, FTLLAE L J5 1 AHE KT

Molecular Devices
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& MOLECULAR Molecular Devices 400-820-3586
UD EVICES

b) XTI, WRAME 2 MER S BIRNBURBRARS B, W TR

Category Settings Information
| Wacleniiis ‘Wavelength Settings Endpaint
4 Fluorescence
Plate Type
iy @) Un known - Use the Spectral Optimization Wizard to I " Lmi 435, 535
determine the optimum wavelengths to use for the read. \ 4 Plate Type
PMT and Optics 96 Well Standard cirbtm
Shake @ Known - Specify the wavelengths for the read: Eardeope
More Settings Number of wavelength pairs 1 - Height 14.6 mm
Excitation Emission o Read fires
. Entire Plate
Iml #85 | nm 535 am 4 More Settings
Shake Off
}%’l’/‘_&iﬁﬁ Ear_h\&t/t ReadOrder Row
4 PMT and Optics
Auto
Integration 140
Read From Top
Read Height 1.00 mm
To find the optimum wavelength peaks, select Unknown. To define the
wavelengths, select Known and type the wavelength values in the fieids. For
details, click More Information.
More Information

c) R FEAROCHEI, —BE A . 2 R R A 1k — A 22 A IR T IENAR

AL RIS SO TN S PPN

Category Settings Information
Wavel hs i Wavelength Settings Endpoint
- - . 4 Luminescence
Flate Type @ All Wavelengths  <p3RE S i A
heeneres ] () Spadify wavelength{s) for the read: 4 Plate Type
PMT and Optics ) ‘96 Well Standard cirbtm
Shake Number of Wavelengths |1 Landscape
Maora Settings ) Height 14.6 mm
Lm1l | 578 nm 4 Read Arsa
; Entirz Plate
e T
"‘ﬁttﬁ'l—u;'l 4 More Settings
Shake Off

ReadOrder Row
4 PMT and Optics
Integration 140

Read Height 1.00 mm

All Wavelengths uses the entire available spectrum. For information about
wavelength settings, click More Information.

More Information

3) Plate Type

XEFANFSER AT AEFE 6-384 FLIR S BARMIRAY, IRAEFALIRIK) KA S, £ M RH
WARRLESE, R B PR

Molecular Devices
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Category

Wavelengths
Plate Type
Read Area

PMT and Optics
Shake

More Settings

Plate Type Settings

Plate Format

Select Specific

| Edit Plate
Import Plate |

g6wells v |

[[] Is Lidded

Molecular

96 Well Standard cirbtm

96 Well Standard opaque

96 Well BD Biocoat Collagen | Coated blk/cirbtm
96 Well BD FluoroBlok MW Insert

96 Well BD Optilux/Biocoat

96 Well Corning Half Area flat clrbtm
96 Well Corning Half Area opague
96 Well Costar blk/clrbtm

96 Well Costar clear

96 Well Falcon clear

96 Well Greiner blk/clrbtm

96 Well Greiner clear

Select the plate size, and then select the plate definition from the list. if you are
uncartain which plate to select, then select the Standard plate definition. For
details, click More Information.

More Information

Devices 400-820-3586

Settings Information

Endpoint
4 Luminescence
Lmi Al
4 Plate Types
96 Well Standard cirbtm
Landscaps
Height 146 mm
4 Read Area
Entire Plate
4 More Settings
Shake OFf
ReadOrder Row
4 PMT and Optics
Integration 140
Read Height 1.00 mm

|
4) Read Area

A FH SR bR S 3k PR AR FLA% A AN BEAT AL P AL AR B T 7 AR I A £, (EA AT Bk,

N PR -

Category

Wavelengths
Plate Type
Read Area
PMT and Optics
Shake

More Settings

Read Area Settings

96 Well Standard cirbtm

3=

o

]

OO0 -
OO0 -

You can choose to read an entire plate or a subset of wells. Drag the cursor

[] select an

o
=)

=
(%]

OO0 -
00000009

00000000k
OOOOOOO0

1

select the wells to be read. For details, click More Information.

More Information

5) PathCheck

ST IR 3, BIRRE R FLBCR A5 21 10 SR 46 e I UE 8 S 2 URZIE S 1em Yot K E

I PR R A A

Molecular Devices
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| =]
Read Modes ,{.‘I - l‘ ‘?J L\t’l
e e
iz fL M
| | TE
Read Type a .
&
Endpoint Kinetic Well Scan 5
Category
Wavelengths PathCheck Settings
Plate Type
Read Area [7] PathCheck
PathCheck
Shake
Speed Read
More Settings

©)

pectrum

Path Check normalizes your absorbiance values ta s 1 cm path length based on the
near-infrared absorbance of water. For details, dick More Information

Molecular Devices 400-820-3586

Settings Information
Endpaint
4 Absorbance
Lmi 405
4 Plate Type
96 Well Standard cirbtm
Landscaps
Height 14.6 mm
4 Read Area
Entire Plate
4 Mors Ssttings
Shake Off
ReadOrder Row
Show Optimizer On

More Information

6) PMT and Optics

PR T2 65 BE (FL) AL 22 R G(LUMY R R, a0 R B R EE 2O A RO AT,
‘Integration Time* AL Sk A7 TRk M AR ALAR 7L _E 7 BE GRS 1) (5628 10-10,000ms, L,
%68 10-100,000ms) 2 1], ‘Read Height” Ji il sz 3k s B T3 45 7 20 5E

Read Modes __l C % A |
|_r-r ﬂ =l
T —
ABS FL
I..'
Read Type _
Endpoint Kinetic
Category
Wavelengths PMT and Optics Settings
Plate Type 2
Read Area - ntion {wor
PMT and Optics
Read Height
Shake
More Settings

Well Scan

140

Q

Spectrum

ms (S5t EE
ZhESEET

mm from the plate

Specify the measurement time per measurement point in milliseconds by typing a
value in the Integration Time field. For detzils, click More Infarmation.

More Information

Molecular Devices
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@ MOLECULAR Molecular Devices 400-820-3586
DEVICES

7) Shake
W Shake i i IEHRITH Y RIAEAR . THESR 0-999 Fb. WIERE MR (.
AR ARARRE S R XU D
8) More settings: read order
Row: HZ4T1L
Column: %%
Well: %L1

2. IHEFEEER

1) Timing

5% SEME, 3 1imie RRAE T EZE MR 7RI E . %4 Timing f5 v UG
F4 250 A5 ‘Total Run time” RIS S B2 8] BL K “Intervel” B %Rzl 212 1]
FRV IR T [B] R, AN ) 285 2 e R AN e G TR B IS TR AS [R], AR AR R T, R B s

& Settings | b |

I Monochromator Cartridges |

[ I 1]
Optical @
Configuration

Read Modes I | | ‘t’

) e Pz
ABS FL LUmM
Read Type O
Endpoint Kinetic Well Scan Spectrum
Category Settings Information
Wavelengths Timing Settings 4 Kinetic
Time: 10:00
Plate Type
Totzl RunTime | 00 : 10 : 00 II] ool (RH0G
Read Area | By
Timing ==ty hh:mm:ss Min Intarval: 00:51
Shake ey 00 : 00 : 56 m 4 Absorbance
Speed Read Lmi 426
More Settings 4 Plate Type
hh:mm:ss 95 Well Standard cirbtm
Minimum Interval: ~0:51 Landscape
Maximum Interval: 10:00 Height L1 mm
4 Read Ars;
Number of Reads: 11 En:::_ PI;‘:

4 More Ssttings
Single Point Read Shake before OfF

e . = T i Shake betwzen Off
Set timing to a single paint read for kinetic workflows that alternate activities

within o cycle. Example: Multitosk kinetic assay with alternating absorbance and BeauiOrcler W
fluarescence reads.

Enter a total run time and the interval between readings. For details, click Mare
Information.

Mare Information
I

WARBATIEA X ZAES CRERININEZ D)) FiRERER, BAUES ‘Single Point
Read”, fi/IMA] RGN TE)HEAT — AN, 0 N B, SRR AEA 20 ZAE SRR E A L R v
X b R AR A 34T 7 i -

Molecular Devices
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Begin i‘

Set Temperature
Incubatar On

Plate Chamber Set Point: 35
Wait; On

Molecular Devices 400-820-3586

~ P B
= o W U W End
Cycle Read Delay Read
Cycles: § Plate: LUM-kinetic 00:10:00 Plate: FL-kinetic
0% Total Run Time: 04:00:00 Experiment: Multitask Experiment: Multitask

Cycle Interval; 00:30:00

SR R P I A A S B S T BARE AT I T PR A2 24 o SR 18] (B B8 AR, 2 HH L5
/I A ) 8 168 BBk Al LRSS 00 A R[] s Az it 22 209 L

Category

Wavelengths
Plate Type
Read Area

Timing Q
Shake

Speed Read
More Settings

3. RKHEHEEN

Timing Settings
Total Run Time 24 : 10 : 0O E]
hh :mm :ss

Interval |18 : 12 : 16 [§

The interval between readings is greater than the maximum allowed.

hh:mm:ss
Minimum Interval: ~0:54
Maximum Interval: 18:12:15
Number of Reads: 2

52 RUEME, ‘wavelength IBEEA I DA, Toilotmlie. ot ANk 22 Aot
P a] DL Hdb AT AN B E

D GBS A4 2 R A T

7E “start” 1 stop” FHE 1 73 AISEN G ARG T A AN 28 LEAS I K o 7 “step” FHE T AAG I 1 2
[If22AR, /oA Inm B4R, AT EBIDUGRICEBE T A B A i a6

Read Modes | 1 | '
&
ABS
Read Type ®
Endpoint
Category
Wavelengths
Plate Type
Read Arca
Shake
Speed Read
More Settings

? »

il by

FL Lum
Kinetic Well Scan Spectrum

Wavelength Settings

Start: 230 . nm
Stop: 1000. nm

Step: 10 nm

Choose @ Start and a Stop wavelength, and a wavelength step for each increment
between reads. For details, click Maore Information.

More Information

Molecular Devices
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@neees
D R
SR

a) TE PR B K (Excitation) 48 & 5 K (Emission)

IR R SR A e R KB K.

b) [l 5E K5 K (Emission) 3 & I K (Excitation)

LR BOR AR WAL B 2 R SHE KRN

TESAES 2 BE N g, EffiRa/Z0bEd, A,
: EF BN Unknown

iD3 IBHRAE— Rl A AR ST B i 4 B o g
OK, 7EETEAL T EAAH S Read.

& Settings

Cartridges

Molecular Devices 400-820-3586

i whE, e

| Monochromator

S
Optical
Configuration

Read Modes

= I AR ata

&‘.—'!' @!' =4
ABS FL

Read Type [ O .l

Endpoint Kinetic

LUM

im1 [az5 | am 535

Well Scan Spectrum
Category

Wavelengths Wavelength Settings

Plate Type "

Read Bied @ Unknown - Use the Spectral Optimization Wizard to
determine the optimum wavelengths to use for the read.

PMT and Optics

Shake ) Known - Specify the wavelengths for the read:

More Settings Number of wavelength pairs |1

Excitation Emission

nm

To find the optimum wavelength peaks, select Unknown. To define the

wavelengths, select Known and type the wavelength values in the fields. For
details, click More Information.

More Information

Settings Information

Endpoint
4 Fluorescence
Optimization
4 Plate Typs
96 Well Standard cirbtm
Landscaps
Height 14.6 mm
4 Read Area
Entire Plate
4 More Ssttings
Shake OFf
ReadOrder Row
4 PMT and Optics
Auto
Intagration 140
Read From Top
Read Height 1.00 mm

PR JE = LT B PR $EoR -

Molecular Devices
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@ MOLECULAR Molecular Devices 400-820-3586
DEVICES

Read Settings

Specify the | hrange and other faor the optimization. Click Next to continue
Scan Option
Start Excitation Wavelength 450 3: Start Emission Wavelength | 4op 3: Wavelength Increment

End Bxcitation Wavelenath 70—]  End Emission Wavelenght [ 70— =

This scan uses a 15 nm bandwidth for excitation and a 25 nm bandwidth for emission.

The minimum Start Emissian wavelength must be 20 nm above the Start Excitation wavelength.

FL BRI R SR KT B BT T, SRS 2k Next, 48—/ Blank 7L, 3 Next 1
#— Sample fL, Next BIW], HL#HIEHE =45 H TE:

[ e

Sample Well

Read Settings

Select the well in the plate layout belowthat contains your sample. Click Next to continue.
Blank Well

Cancel

T RALE RO A H G, WK BRI

Molecular Devices
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MOLECULAR Molecular Devices 400-820-3586
DEVICES

B Spectral Dptimization Wirad e ——— el '
Optimization Complete

The cross hair inthe image indicates the optimized peak wavelengths. To change the wavelengths for the read, drag the cross hair to a new location
or typevalues inthe fields. Click Read to read the microplate using the selected wavelengths.

[~ Wavelength (Optimized Peak) [~ UselogSeale

Excitation 620 nm

Emissian 670 nm

—Wavelength (Custom)

Excitation Iszo 3: nm
Emission Is}u 5: nm

Reset to Optimized Peak

Em must be 20 nm above the Ex
(=40 nm recommended)

—Change Optimization Settings

Restart Wizard

—Selection Point
Emission value is >= 40 nm above
Excitation value.

Molecular Devices
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& MOLECULAR Molecular Devices 400-820-3586
UD EVICES

4. Bl RE

52 SR, JEM% T *Well Scan Setting’ TLAVR SIS FE Y52 . 3PS tHILATAS,
T

Category
Wavelengths Well Scan Settings

Plate Type
Read Area Pattern:

Well Scan SE'ﬂ'iI'IES

Shake
More Settings

Points Per Well 32

Density: 6

Point Spacing ~0.99

1

Well 5can allows readings to be taken at more than one location within a well. You
can specify the scanning pattern and density. For details, click More Information.

More Information

fE‘Pattern’ I, FR4ESCI0 T EIEFRFALLN: (FEHBOKTF), Wb, T4, K% E ] A
£ Density 1 Point Spacing BT AHN BB o i A o s A I i Ta) B4

AR E TSR TN TEAE A R A I COKCHAIA,  [RI B SCRY T TN AR, 12 AR IS B)
@

” Read Append
I

Read &, a0 R EATR:

= - —— — F
i Jd & = SoftMax Pro 7,020 MR Ty =Er R

Heome Pratocols View  Operations Woridlow Help

7 Tdle = New Experiment New Plate P — 3D Zoom
) QO oo™3 G T =

Copy &, Import
[3, New Note [ New Graph Mask @
Spectrahlax | Read Append || 5 || setings Reduction Display X || Tempiate [Fipaste G Export
| o3 | ‘! (38 Delete Selection [ New Cuvette Set || gfClonePlate || Egitor |
[ 1 | | { |
@l Untitled1 |

(Bocument, | Comparison Workflow |

Navigation Tree @ <

(Simulated)

Bl Platel 2 @ @ X @ @& 4
4 [L BasicEnapoint
[&, Intro

P Platel
4 mp Platel 1 2 3 4 5 6 T 8 9 1 1 12
[11] standards
[1f] unknowns
1] unk_pilution
(1] contral

|71 standardCurve

Height 13.6 mm
4 Mors Semmings
Shake OF

ReadOrder Row

Read Height 1.00 mm

Molecular Devices
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& MOLECULAR Molecular Devices 400-820-3586
UD EVICES

MR TR E

RERE S 7 HBOE (AT DB BB 4L, AT DL S i i B B AR 02
BEEFEM A, TR AT SE I M 3 AT A Sh ST A B fRAFDN spr K& UA,
BCE MR BT AORAE, LU LB, AR EHE 2 3E D

FITA XA it ) 3 L BERE AT LAAE “Template”  H5€ i

% Untitled1
|Dogument, Comparison | Workflow |

Navigation Tree t@ <

B Platel ¥ | @ I @ = 4
L\ Mew Experiment [ New Plate

Settings nformation. g2
[3, Mew Mote |1 New Graph Platel 4 WallScan -

{5 Delete Selection [[]| New Cuverte Set 1 2

Pamern: Fill

4 I\ BasicEndpoint
[, Intro

4 I eprt
(il Plate1.
[1f] sranceras

[[] unknowns
[f] unk_Dilution

[[f] controt

] standardCurve

Show Optimizer On
4 PMIT 2nd Optics
Autg

T G oM om O 0 o®m

Read From Top

Intzgration 400
; Read Height 100 mm
5" Reduction Serzings .

o

i B J I RS AR -

Ll Template EUOr e ——————— ol o

Select wells, and then add or select a group (or blank) and assign. @
Groups
View (@ Sample Name () Descriptor Add |
1 2 3 4 5 & 7 8 9 10 i1 12 4 Standards
Standards
A 4 Unknowns
Unknowns
% Unk_Dilution
c 4 Custom
Control
o
E
G
H
Assignment Options
Blanks I
Print ok || cancel
=

Molecular Devices
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@ MOLECULAR Molecular Devices 400-820-3586
DEVICES

S BRAR S e R, R EI T RERSL, gk TSR, KR5S Groups BEHHY
FHSE Rk TR AT 40, B0 dnvESh 4 Standards, FERAH REIFES Unknowns #H
RAEFEFE Unk Dilution, XJHERES4L Control.

B Teraplate Editor x|

Selectwells, then add or select a group (or blank) and assign.

Groups

View (= Samplz Name ( Descriptor Add I Edit | Deletel

1 2 3 4 5 [ 7 B £} 10 11 12 = Standards
St 5
ElUnknowns
Unknowns
Unk_Dilution
ElCustom
Control

Assignment Options
Standards

Sample I(}l ﬂ

Plate Blank | .
Concentration | mg/mi
Group Rlank |
Assign | Series |

EBlanks

0K I Cancel

Print |

Bk SR TH .
1. BEXKEKSE (BLANK)

= HEN FIR A, kA AL Al & A2, 5 Blanks £ 1) Plate blank $%2%H ¥
5E Blank FLo 45 5% 4 P D) HLAth P 30000 &5 SR 45 B A FIBR AR (A1&A2 “FH{E) 45 R .

Molecular Devices
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@ MOLECULAR Molecular Devices 400-820-3586
DEVICES

Ll Termplate o R —— .

Select wells, and then add or select a group (or blank) and assign. @
Groups
Copy i'";:,.:_.._E i I Clear ] View (@ Sample Name () Descriptor [W| I_Z_| |Z__—:
1 2 = 4 5 ] 7 8 g o 11 12 4 Standards
. i . : § . - - " - : standards
; . 4 Unknowns
Unknowns
B Unk_Dilution
c 4 Custom
Control
D
E
F
G
H
Assignment Options
Blanks
' Plate Blank |
==

2. WEFRENES (Standards) R HER R FRAERRLZE

A — R ORI L (R S O bRERE fR I, el SN TR T

B1/B2 # D1/D2, siii Groups F=H ] Standards, £iil7 Assign
Ll Template Editor e ————— i ey

Select wells, and then add or select a group (or blank] and assign. @
Groups
Copy ] i_:'::z.'—. | [ Clear View (@ Sample Name () Descriptor [ Add ] [ Edit I [ Delete ]
1 2 =+ 4 5 & 7 3 £ 10 11 12 4 Standards
o [TPBani]
L 4 Unknowns
Standards Unknowns
& & : Unk_Dilution
c a1 : 4 Custom
Control
D o
E
F
e}
H
Assignment Options
Blanks Standards
Sample 01 -
Plate Blank 5 ——————
Concentration mg/ml
Group Blank
[ ox ][ cancel

Molecular Devices
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‘&’ BOLECULAE Molecular Devices 400-820-3586

Standard A5, SRS st atimiEz R o 5=me ) oo R R
[Hi] Series -

Define samples as a series in a templates. @

Series Layout

Start From Pattern of Replicates
@ [F ToptoBow
—‘ J 1 T ¥ - Direction 2 Well{s)
& Ll Bottom to Top ¥ - Direction 1 Weli{s}
2 [Fp] Left to Right

0 |g=: Rightto Left
|:| Rewverse Series Order

Sample Information

Starting Sample Name 01

[¥] Concentration

Starting Value 1 mg/mi

stepby [{ =] 2

[ ok || cancel |

‘Start from” H ‘Top to Bottom” , ‘Bottom to Top” , ‘Leftto Right’ , ‘Right to Left’
RRIZAWNFE R MIBAT7 MR d5HES . “Pattern of Replicates” Fon A X B Y #iE fL; A
#li% ‘Top to Bottom”, X fhi&E fL 2 />

Sample Information

Starting Sample Name ' 0l |

FonAIRFE N 5N Grol, LB N Gro2,
Gr03...

Concentration

Srarting Value i mg,/ i
Step by |4 = 2
£ PR NGE MR, ‘Starting value” RN FE

MR, AT LAYERE N IENAH N ${E . “Step by’ Fon A4 7 sRHHAT IR BERR S, BT R4z
MERTLERE ‘4. - *. /7, JEHHENTTDIEANTFEE, thuimikEe 1, 2, ik
B+, A 2.

Molecular Devices
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@ MOLECULAR Molecular Devices 400-820-3586
DEVICES

XHEHES T ‘OK” #ik, FIRISCRUT NE. ‘Plate” PR RH ‘Blank” FARHERE
‘Standard” FIFE T A5 ARSI 6 IR A

et U & W e —— Pro 7. =@ s

1de T' New Experiment (5] New Plate = 30 T zoom
£ Q@ i (G E @45 @ gy
[, New Note [ New Graph = B Mask o bore
Spectr Read  Append Semtings Reduction  Displ Template [ past Xpo
TV | (simulated) il 5 Delers Selection (]| New Cuvetr Set nes Reduction BEPRV | o Gione prace T Myoee

Template Tools

PR

=
ﬁ_ \'_cumgar;sun_\_ Workflow
i ¢

Sigvieation Tece

4 [\ Basicendpoint ——
ings Information

Endpoint

4 Apsortance

m1 426

a7 Type

96 Wel Standard cirbtm
Haight 14.6 mm

4

Shake OFF

ReacOrger Row

A
8
c
D
£
F
G
H

Reduction Settings
Optical Density. Start Read : 15:32 2017/5/24
Platz Biank Used : Lml= 1.250
Wavelength Combi siim1 Mezn Temperaturs *

Exptl Standards A

UIARE S FE TR IR R R, TRENNTIE LGN RE, & HENT, 78
ke EAE LR ‘Descriptor’, FILUSHEE HMREC RN, W B SEEAFLAT B Bbr
HFEE B, XRFEHMGSIN T 7H ‘Concentration” -2l 5 ok FE1H ;

Select wells, and then add or select a group [or blank) and assign. @
Groups
[ Copy ] l Paste ¥ | [ Clear ] View () Sample Name @D&xnmor [ Add ] [  Edit ] [de]
1 2 3 't 5 & 7 ] s 1 1 12 4 Standards

PBlank

A 4 Unknowns
Unknowns
ndards
g | AR Unk_Dilution
C i 00 4 Custom
Control

Blanks Standards

Sample 02 >

Concentration  3.000 mg/mi

ok || concer |

Molecular Devices
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DEVICES

BTN AR HES 2, R0 SR BIEFE Standards”, A5 SCRYEHE B om X 3R 7R 43
MG, IEALE A ARERE B 2% Pt 2 IR AT DA, “ Value” 7125 K
MHEME, ‘Mean Value’ 1) 26 I H 4 P 218 o

j Intre ; o
2 J et Expri [T] standards i S T L | -
) Pracet S Ak
1] Startonds Standands e =
(1] umkromens 1 T — 't fr’/ S . : _
%L’hk_l)iluﬁun Sample  [Conc lI] ackCaicConc Wells  |Value 4T ‘*‘9&'_[&? ] S ﬁ;‘@‘uﬁ
L | o1 1o00| 0988 ul ous oLm(0007| 53
[l contral ! 0.355 B2 0135 ]|
[ stordarciy. | 52| 05| 0,500 ] oS 0290|0007 218
| 0.557 2 poss ]
| 0= oas0| 0211 T 035 0380|0007 20|
| 0178 o2l osss .
Smallest mandard valus: 0130 Ll
Largesu standard value: 0.350
Expib [71] unknowns 4

ﬂjjstandards ﬂ ﬁj yﬁ e

IR i, 4 (A plzE sk

W25, xR AR T, A 0 R

F ;ﬁ Formula Editor -~ - - - u
Enter a formula. For assistance, enable Syntax Helper. @
Name
Colo1
Comments
Formula Syntax Helper

Check Syntax l
I Data Display I
Sample
I [ Numeric notation > ]
) Significant Figures 5_3 | 123 457
@ Decimal Places 3

o JCcmm )

Molecular Devices
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Molecular Devices 400-820-3586

‘Name’ I ZFEIE 20K, BITFEHATE %S, ‘Formula” A5 5dE B
N Ao e an B AR BB 2 AL AT IE A S RIS, AT LAYE ‘Name” H1IH A Max,
‘Formula’ HIH AN Max(Values). &5 1EHEA T/ ‘OK’ Ak, [F1F] ‘Standard” £%, 41

K
(&, iners

2 Q) Eaon
2] Pt

0250

BEppEeE

Gmaiest sianderd veles: 0120

Largesr manderd uskies QU360

[11] ks

[Bampta

(T

FEBERE Tﬁiﬂ%ﬁi@*ﬁfé@?%bu—%ﬁﬁﬁ%%, XF M R SR REAT AR A

0

MName

Enter a formula. For assistance, enable Syntax Helper

Hide Name

Summaryl

Description

I Comments

Formula
[

| Data Display

Sample
[.Numeri: notation ']
) Significant Figures 3 123457
' @ Decimal Places 3
|
ok || cancel
Molecular Devices

-34 -
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‘Name’ HHHEANZLER A, BRSPS A4 5. fTLUERE /RS ‘Hide Name’ .
‘Description” HIEAX1Z @ 5 1A . ‘Formula” FIENZEEE TN HB AN, HnES
N HAE A R 0SSR IME B NEL, AFKATIESY ‘Minimum’, ‘Formula’ 5
A Min(MeanValue), XIEHES NH COK™ #ih. HEG0 2.

: .
E 4} BascEndpo.. | I =
L, e FoE -
g & e gkt {1 standards T & kY a
(0 Pl
__JHM& Standands i&
i _!er-mns re—. Gonc  |BeckCalclone ik Value | Mssebele o oy e
g o | Loeo| OB 5L 0.5 110 C0NT| 58 01
[ cartrt g6l @ 04s
[ sngerdz.. [ 0.00 o 0.1 0230iC.007| Z3. Q24N
LE 2|  nass|
m| o FE:T o oass| U3E0D.007| ZD| 035
0178 02| oAl
Smaiee ransaed valve: 0110
Larpesr standend walie: D340

[ e ol

TR ZFh 7 AT DG [E] — 2 B AT o v SR AN S S

W 57 N AR A A BRI A e 0 E, AR AT B B TR
‘Sections’ ™ fii; ‘New Graph’, Ul T EFis:

4 Untitledd |

m | Comparison || Workflow |

Navigation Tree @ <

ﬂ MNew Experiment New Plate

[ %, Mew Nate [ New Graph ei=——y

154 Delete Selection [ ]| New Cuvette Set

4 ﬂ BasicEndpaint
|j-. Intro

4 M Bvpr1
Platel
|_|_|_| Standards
U_U Unknowns
[T]] unk_pilution
[_[U Contral

[j'_"'l StandardCurve

AR AU S WE, XY, DUS 2l R, SO 2 A2 PR B R A PR AE DI RE,
NEFTR: ‘Graph Title FHENZ L EIR AR, —ikEha DA 2564k
FEAZXPIERES,  ‘Plot Name A NZ A5 MM FR, B DLSEHEE T H 25| N4
T ‘Available Group’ ik £ Fr i H ¥ 5 i, 1%49] 1 Experiment H1#]StandardsfE X-axis
A -axis AT DAL T A2 06 B0 it 2o A AR AR A AR AR BT F FR s, i rh e

Concentration Ff1MeanValue.
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| Plot Editor - Graph1 e
Cefine one or more plots, select a data source for each, and set plot properties. @
Graph Title  Graphl
Plot List Plot Properties

[eiez | Plothame [
Plotl
E Awvailable Groups Data Input
4 Exptl H-fis
| Conc - |
Unknowns -
Unk_Dilution | =frxd | |
Control
Y-Axis
|Mean‘u‘a|ue = |
Error | No Error bl |
Plot Attributes I
Symbol Style - o
Symbol Size - >
[ ox || cancel
Flot Attributes

Symbol Style I [ ] vl
Eymbol Size I - "I
Line I_ vl

Set Color.. |.

QK I Cancel |

Tk 3 I A Bl s AR AN €

Plot List
Add. | | Delete |

bou N

FoRZE AW L2k, ATl ‘Add.. CfEIZE I ZE, 1% ‘Delete’ MIFRiZ A2k, A
BIRACN— 42k . SHEHER F A COKHIIAFE N :

40 B R AL T HE AR A B B m] DL 60 2 1 gl 2300 5, 2 R B BT A3 H] ‘ Linear®
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Exprl StandardCurve [#l A [Category |a ~ | Fit|Linear : ~||EE | A

StandardCurve

feanalus
i
[=x]

-

1'13 0.1

Conc

® Std | Standards: MeanValue vs Conc ) Weighting: Fixed

Curve Fit Results &

Curve Fit : Linear V= A+ Bx

Parameter Estimated Value Std. Error Confidence Interval
sti] A 1.158 0.245 [0.525, 1.793]
RZ=0.241
B 0.712 0.565 [-0.728, 2.164]

A — RIARENIR L I RE S AE LR th ksl iy, il BEN ARSI, P AL
A3 A4, riidi ‘Groups F=HFZEHIE T “Unkonwns’, ritdh ‘Assign’:
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7 = B
(i Template Editor i - VO & s 1 @ - - ﬁ
4
Select wells, and then add or select a group (or blank) and assign. @
Groups
Copy Paste v | View (@ Sample Name () Descriptor l Add ] [ Edit ] [Dejet.e ]
1 2 3 4 5 & 7 Z 9 10 11 12 4 Standards
By - - T i Standards
_PBlan Unknowns
o [ srondords
ok e Unk_Dilution
i 0z 0z 4 Custom
Control
D 03 3
E
G
H
Assignment Options
Blanks Unknowns |
Sample 01 -
Flate Blank
Group Blank
Print ok || cancel

ke s 52 s m o R

|ai]| Series e —

Define samples as a series in a template.

Series Layout

Start From Pattern of Replicates
= & Top to Bom
) Sopwofonom X - Direction 1 Well(s)
© [#)] Botmom toTop Y - Direction 1 Twellis)
@ [ep| Leftto Right
D |¢mii| Rightto Left

|:| Rewverse Series Order

Sample Information

Starting Sample Name .01

RBEMEEELHES],  ‘Pattern of replicates” W E N 1, siii OK, Al &HF|
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Eattinga infomation
Endpesira

B fbwmrbancs

Ll 405
H o Samings

Shaka O

Caditrat Dn

Carriaga Spand Mormal
Cakmn Pricricy

Resd Informesicn
SpecIEtE WS

Simdutar

Soam Aead : 1325 2002-1-28

© Pl Bland Flaad - 11 - 0015 Trennzrvhem St Bnink -

FETE  ‘Unkowns’ FEPNIEN T ##:

ettt |

Reduction Settings

Optical Density
o b S

] unk_itution

(1] contral

StandardCurve Unknowns M

- Outside standard range

TEZRMET, ‘Values RonAIMIE,  Result’ s R4 b i 1h 28 37 ANAS IUAE BT 73 21 1R B o
I ‘Range? Foni Vo .
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DEVICES

WG| H bR 2R 2 AR, M gh R & e . B o 25| 2k v DA% T b
B Wi unknown® 20 NTHIAY ‘Result’ 441, 2 H BT X IEHAE:

[ — = N
§i Formula Editor - Iﬁ
Enter a formula. For assistance, emnable Syntax Helper. @

MName
Result
Comments
4| Formula [] syntax Helper
InterpX(Std@sStandardCurve Walue) -
i |
|
Check Synitax
Data Display
Samples
[Numer]c notation v]
x | ]
! Significant Figures 3 123 457
@ Decimal Places 3
[ ok || cancer |

XAEHMERTPATE ‘Formula® FHIZmEEAF0: interpx (Std@StandardCurve, Value)
NAEEZE: 8 ‘Unknown’ ) “Value’ {H747 A StandardCurve’ 41 R Std Frif dh 2k
B, MR X E. XEFBEELHSMELM4ALT: mRMEL T2 plotl, XAHIZLL
T Graphl Fifl. WAHRI A2  interpx (plotl @Graphl,Value)

N K 5 ¥iEZS W {(Formula Reference Guide).
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